Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.004 Å; R factor = 0.064; wR factor = 0.179; data-to-parameter ratio = 13.3.
In the title compound, C 15 H 15 NO 5 , the six-membered dioxane ring assumes an envelope conformation with the dimethyl substituted C atom as the flap atom. An intramolecular N-HÁ Á ÁO interaction is also present. In the crystal structure the molecules are linked via C-HÁ Á ÁO hydrogen bonds into supramolecular chains along the b axis.
Related literature
For the biological activity of 4(1H)-quinolone structures, see: Ruchelman et al. (2003) . 5-Arylaminomethylene-2,2-dimethyl-1,3-dioxane-4,6-diones are key intermediates in the synthesis of 4(1H)quinolone derivatives by thermolysis (Cassis et al., 1985) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: DIFRAC (Gabe & White, 1993) ; cell refinement: DIFRAC; data reduction: NRCVAX (Gabe et al., 1989) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97. The 4(1H)quinolone structure plays an extremely important role in the field of pharmaceutical chemistry. These compounds have been used as precursors for anticancer agents, anti-malarial agents and reversible (H+/K+) ATPase inhibitors (Ruchelman et al., 2003) . 5-Arylaminomethylene-2,2-dimethyl-1,3-dioxane-4,6-diones are the key intermediates which can be used to synthesize the 4(1H)quinolone derivatives by thermolysis (Cassis et al., 1985) .
Experimental
The molecular structure is shown in Fig. 1 . The six membered dioxane ring assumes an envelope conformation. The imino group links with the adjacent O atom via O-H···O hydrogen bonding. In the crystal structure the molecules are linked via C-H···O hydrogen bonding into one dimensional supra-molecualr chain along the b axis (Table 1) .
A methanol solution (50 ml) of Meldrum's acid (1.44 g, 0.01 mol) and methylorthoformate (1.27 g, 0.012 mol) was heated to reflux for 2 h, then the arylamine (1.35 g, 0.01 mol) was added into the above solution. The mixture was heated under reflux for another 8 h and then filtered. Single crystals were obtained from the filtrate after 2 d.
Refinement
The imino H atom was located in a difference Fourier map and refined isotropically. Other H atoms were positioned geometrically with C-H = 0.93 (aromatic) or 0.96 Å (methyl), and refined using a riding model with U iso (H) = 1.5U eq (C) for methyl and 1.2U eq (C) for the others. Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 30% probability level. supplementary materials sup-6 Fig. 1 
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